ABSTRACT Lactococcus lactis has been used for millennia as a starter organism in the production of many fermented dairy products. This announcement includes the draft genome sequences of four strains of Lactococcus lactis, two of dairy origin and two from nondairy sources.
genotype-phenotype associations. Metabolic pathways can be explored and compared across niches in order to discover new capabilities of interest in the food industry, such as enzyme production and flavor formation.
Data availability. The draft whole-genome sequencing data were deposited in NCBI GenBank and the Sequence Read Archive (SRA) under BioProject no. PRJNA546489. The accession numbers are listed in Table 1 . 
